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Executive Summary 
 
Using SARS-CoV-2 genomics sequencing and analysis, public health laboratories can track 
transmission and identify new and emerging clusters and outbreaks to improve public health 
surveillance of the COVID-19 outbreak. Given the sensitive and challenging nature of the pandemic, 
there is an urgent need for rapid genomic data sharing between public health laboratories that is 
timely enough to contribute meaningfully to enable public health intervention, where required.  
 
AusTrakka, developed by the Communicable Diseases Genomics Network (CDGN) provides a 
central, secure, and private online location to share, store, analyse and view aggregated national 
COVID-19 genomic data from Australia and New Zealand. CDGN is an Expert Reference Panel 
under the Public Health Laboratory Network (PHLN) comprising public health laboratories from all 
jurisdictions in Australia and New Zealand who have established pathogen genomics capacity for 
public health purposes. During the COVID-19 pandemic, CDGN member laboratories have 
established SARS-CoV-2 genomics capacity and capability to varying levels, leveraging the 
collaborative principles of the network to assist jurisdictions that may have limited capacity.  
 
On 28 May 2020, the time-limited Expert Reference Panel on SARS-CoV-2 Genomics (now 
integrated with CDGN) endorsed AusTrakka as the preferred national platform to share genomic 
data to support the COVID-19 response, noting that acceleration of its implementation through a 
phased approach is recommended. The key purpose of AusTrakka is to:  

• facilitate consistent and standardised genomic sequencing, analysis and reporting across 
states and territories by supporting (and providing, in jurisdictions where capability is still 
developing) the tools needed for genomic analysis based on international best practices; and  

• support (and provide, in jurisdictions where analysis capability is still developing) real-time 
analysis of available sequence data to contribute to the national surveillance of key public 
health pathogens 

 
Currently, all public health laboratories have access to AusTrakka and are routinely uploading SARS-
CoV-2 genomic sequences for national surveillance. This is accompanied by ongoing review, 
evaluation and upgrading of the system to maintain best practice.  
 
Due to increased utility of genomics for public health investigations, a specific framework for SARS-
CoV-2 data sharing and analysis using AusTrakka has been developed to provide a mechanism for 
rapid data sharing and genomic analysis under various operational situations within and between 
jurisdictions and nationally. While this Framework is not legally binding, it formalises the 
endorsement from public health laboratories and units represented on key committees, PHLN and 
the Australian Health Protection Principal Committee (AHPPC) to rapidly share all SARS-CoV-2 
genomics data to the AusTrakka platform through their nominated public health laboratory for 
national real-time surveillance. It also describes supporting mechanisms to request genomic data 
and analysis between jurisdictional public health laboratories in Australia and New Zealand. 
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As a new system, AusTrakka will evolve and improve in its capability and capacity to strengthen 
communicable disease control in Australia with ongoing evaluation to ensure its priorities align and 
adapt with the core functions of public health laboratories. The eventual aim is to have a complete 
all-purpose system for microbial genomics where other niche systems do not exist. This 
Framework and other guidance documents for AusTrakka are living documents, and amendments 
will be actioned from lessons learned from the iterative implementation of the system. This process 
will be overseen by CDGN and PHLN. 
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1. Purpose and Scope 
 

This document describes the framework for rapid sharing of sequence data between public health 
laboratories and to AusTrakka, for SARS-CoV-2; and for the request of SARS-CoV-2 genomics 
analyses within the AusTrakka governance structure for jurisdictional, interstate and national public 
health investigations. It also describes the framework and operational governance, built on the 
principles of collaboration, evidence-based best practice, and adaptability to new advances in 
technology and improvements in protocols.  
 
The Framework has been developed based on robust discussion and consultation between genomic 
public health laboratories across Australia and New Zealand through the CDGN and the Australian 
Government Department of Health Office of Health Protection and Response. The Framework 
recognises the need for the system to be flexible and align where possible with jurisdictional 
structures. This document does not currently cover the protocol for sharing of epidemiological 
metadata or cover the protocol for primary data submission to AusTrakka which encompasses a 
range of pathogens – see AusTrakka data governance, security and privacy document.  
 
This document is not legally binding, and instead formalises endorsement from key representatives 
from public health laboratories and units for:  

(1) the rapid uploading and sharing SARS-CoV-2 genomic data and analysis through the 
AusTrakka system to support the national public health initiative,  

(2) supporting national consistency in national genomics analyses and reporting; and  
(3) the mechanism for requesting genomic sequencing or analyses particularly to assist 

jurisdictions that may have limited capacity and/or capability as well as multi-jurisdictional 
genomic investigations.  

 
2. Phases of AusTrakka Deployment 

 
AusTrakka aims to provide a central, secure, and private online location to share, store, analyse and 
view aggregated national COVID-19 genomic data from Australia and New Zealand. This will identify 
clusters and matches across state and international boundaries, facilitating cooperation between 
jurisdictions and enhanced national coordination for public health. 
 
A staged approach will be used to deploy the AusTrakka platform to allow for iterative improvements, 
advancements, and adaptation of the platform as it evolves through each phase (Figure 1). This 
approach will also prevent the potential for misinterpretation of the genomic data and analysis given 
the rapid advancement of this technology and the complexity of genomic data generation and 
analysis.  
 
Ongoing evaluation on its implementation will be facilitated through the CDGN AusTrakka User 
Group (Appendix A) and relevant stakeholders following each phase. Timeframes associated with 
each phase is indicative only and will be reviewed on a quarterly basis. 
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PHASE 1 (July – December 2020) 
• Provide access for public health laboratories 
• Establishment of an AusTrakka governance structure  
• Strengthening the AusTrakka development team 
• Establishment of a national genomics surveillance report from AusTrakka 
• Ability to upload SARS-CoV-2 consensus genomic sequence data (no 

epidemiological metadata) 
• Establish a discussion and assistance communication channel for real-time 

community engagement and capability building 
• Integration of bioinformatic pipelines and tools based on international best 

practice 
• Capability to generate and visualise national phylogenetic trees  
• Establish genomic clustering protocols of national sequence data to identify 

potential clusters of interest for further investigation 
• First phase migration of AusTrakka from current lab-based server to national 

Azure Cloud  
• Automated notification to public health laboratories of genomic relationships 

identified for further investigation 
• Establishment of an evaluation process for continuous improvement 
• Development of user guides, training documents and SOPs (ongoing) 
• Evaluation of Phase 1 and review of Phase 2 priorities where required. 

 

PHASE 2 (January – June 2021) 
• Expansion of the AusTrakka National Analysis Team to include representatives 

from all jurisdictions 
• Semi-automatic curation of SARS-CoV-2 genomic clusters  
• Continued migration of AusTrakka from current lab-based server to national 

Azure Cloud  
• Optimising current and roll out of different visualisation, including the 

improvement of phylogenetic tree navigation  
• Adding features to improve streamlining genomic epidemiological workflow, for 

example improved annotation and curation of genomic data. 
• CDGN to work with relevant committees such as CDNA to establish agreed 

epidemiological metadata requirements and mechanisms to share metadata 
• Capacity to upload epidemiological metadata and associate with the consensus 

genome sequence data 
• Commence development of genomic and epidemiological integration protocols 

based on national and international best-practices 
• Evaluation of Phase 2 and review of Phase 3 priorities where required 
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Figure 1. Phases of AusTrakka implementation 
 

3. Evaluation/consultation of each phase of AusTrakka 
deployment 

 
The evaluation aims to review the progress of objectives and milestones scheduled for completion 
during each phase of the AusTrakka deployment. The evaluation framework for AusTrakka for 
SARS-CoV-2 is currently under development and will be provided to the CDGN for endorsement. 
The outcomes of this evaluation will be provided to the PHLN and AusTrakka governance committee 
for discussion and consultation with PHLs, with the aim of identifying recommendations to be 
implemented prior to the next phase of deployment. The evaluation will be conducted using 
established frameworks, such as the US CDC Framework, to examine key attributes of the genomic 
surveillance system to ensure the utility of AusTrakka for its intended purposes. Benchmarking or 
expected outcomes for each phase of deployment and key attributes will be determined by a steering 
committee (to be determined) in consultation with the PHLN, AusTrakka advisory committee and 
PHLs.  
 

4.  Structure Overview 
 

Public health laboratories (PHLs) in all jurisdictions of Australia and New Zealand can contribute 
sequence data for integrated and coordinated analysis. Sequence data and metadata remain under 
the custodianship of the PHL that undertakes the sequencing and uploading to AusTrakka, therefore 
it is not available for download without the permission of the originating jurisdictional PHL. If the 
sequencing is undertaken in another jurisdiction, the sequence data and any associated metadata 
collected will be shared with the PHL of the patient’s residential jurisdiction. Jurisdictions will be able 
to view their sequence data in the context of publicly available sequence data on international 
repositories such as GISAID and NCBI, and other sequence data included from Australia that is not 
yet publicly available. Consent must be sought from laboratories wishing to view metadata from 
another jurisdiction that is not publicly available, or to request access to sequence files for local 
comparisons.  
 
For jurisdictions without sequencing capability or capacity, samples are forwarded to collaborating 
jurisdictions with existing capacity. Public health laboratories also submit limited metadata with the 
aim of future development to enable the option of including epidemiological and exposure data 
associated with the sequence data. The ownership of the metadata will be protected in the same 
way as the sequence data. In situations where sequencing and upload of the sequence to AusTrakka 
is carried out on behalf of another jurisdiction, the patient’s residential jurisdiction will be requested 
to complete the entry with the associated metadata. 

PHASE 3 (July – December 2021) 
• Real-time SARS-CoV-2 national genomics surveillance 
• Establish best-practice protocols for the integration of genomic sequence data and 

epidemiological metadata 
• Exploring options for the capacity of downloadable partially filled genomics analyses 

report templates for jurisdictions to customise for reporting  
• Capacity for public health laboratories to curate clusters and annotate 

epidemiological metadata on samples based on their own jurisdictional sequence 
and metadata 

• Evaluation of Phase 3 and prioritisation of next phase. 
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A metadata proforma has been developed based on Public Health Alliance for Genomic 
Epidemiology (PHA4GE) SARS-CoV-2 Contextual Data Specification, a global coalition that is 
actively working to establish consensus standards, document and share best practices, improve the 
availability of critical bioinformatic tools and resources, and advocate for greater openness, 
interoperability, accessibility and reproducibility in public health microbial bioinformatics.  
 
Alignment with this pro forma (described below) will allow for interoperability between international 
repositories to AusTrakka and facilitate the incorporation of data from other genomic sources 
enabling eventual automatic submission to international platforms if desired. This also means, PHLs 
can submit sequences to GISAID (which are automatically captured by AusTrakka) with the option 
of adding any additional metadata fields to AusTrakka without having to duplicate sequence upload. 
Phase 1 of the AusTrakka deployment only requires upload of the minimum associated metadata 
described below. This does not include epidemiological metadata. 

 
 
Improvements to the AusTrakka structure and operation will be iterative, continually adapting and 
evolving as genomics sequencing and analysis methods and protocols are optimised, and as 
SARS-CoV-2 genomics capacity and capability expands across jurisdictions. Planned reviews will 
also be undertaken to ensure that it the AusTrakka platform and framework continues to be fit-for-
purpose, efficient and meaningful for effective public health surveillance and response. CDGN 
members, AusTrakka users and other key stakeholders will be integral to the review process and 
participation is actively encouraged. 
 

5. Governance and Users 
 

CDGN has established approaches for genomic data sharing between PHLs, including: 
• Microbiological Diagnostic Unit – Public Health Laboratory; 
• Victorian Infectious Diseases Reference Laboratory; 
• NSW Health Pathology; 
• Queensland Health Forensic and Scientific Services; 
• Pathology Qld; 
• ACT Pathology; 
• SA Pathology; 
• PathWest Laboratory Medicine WA; 
• Royal Darwin Hospital; 
• Royal Hobart Hospital; and  
• Institute of Environmental Science and Research in New Zealand.  

 

Metadata Epidemiological exposure data 

Minimum (mandatory): 
• Submitting/Owner Laboratory (e.g. “MDU-PHL”) 
• Patient Jurisdiction (e.g. “VIC”) 
• Date of collection (e.g. “2020-06-01”) 

Optional: 
• Putative acquisition source (e.g. overseas travel, 

contact with known case, unknown acquisition) 
• Interstate and international travel locations 
• Attribution to known clusters or identified exposure 

sites (e.g. cruise ships) 
• Association with health care or aged care facilities 

Recommended: 
• Patient age (e.g. “42”) 
• Patient gender (e.g. “M”) 
• Date of symptom onset (e.g., “2020-05-20”) 
• Sequencing technology (e.g. “Illumina MiSeq/250 PE” 
• Sequencing strategy (e.g. “ARTIC V3 + Nextera XT”) 
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All users of the AusTrakka platform must have their access and ‘role’ endorsed by the Public Health 
Laboratory Network (PHLN) representative for their respective jurisdiction, to ensure that they are 
subject to and operating under the relevant jurisdictional Public Health and Privacy Acts. 
 
On 30 January 2020, the World Health Organization declared the COVID-19 pandemic a Public Health 
Emergency of International Concern (PHEIC) under the International Health Regulations 2005 (IHRs). These 
same regulations enable countries that are States Parties to the IHRs to share information to prevent, protect 
against, control and respond to an international spread of disease.  
 
Under the IHRs, the Australian Government Department of Health’s Office of Health Protection and Response 
(OHPR) Division, National Incident Room is Australia’s designated National Focal Point (NFP) and is 
responsible for communicating, receiving and coordinating international data requests for public health 
response purposes.  
 
Currently New Zealand is the only international AusTrakka member, but there is a possibility that other 
countries in the region could benefit from being part of the network and be invited to contribute in the future. 
Consideration by the AusTrakka Advisory Group on international user requests will be on a case by case basis. 
 

6. Reporting 
 
For SARS-CoV-2, the AusTrakka National Analysis Team (Appendix A) and the CDGN provide 
monthly reporting against the six genomic indicators in the Australian National Disease Surveillance 
Plan for COVID-19 (endorsed by CDNA on 31 July 2020). These reports are circulated to relevant 
committees in-confidence with the first report provided on 4 September 2020. 
 
 

7. Operational situations for requesting sequence and 
metadata 
 

When a cluster is identified during routine SARS-CoV-2 analysis on AusTrakka, the laboratory 
contact in the relevant jurisdiction is notified and prompted to log in to view the analysis. If multiple 
jurisdictions are involved, a notification is sent to each relevant laboratory contact to view the 
sequences and metadata of their own jurisdiction, together with all genomic data available on 
AusTrakka. The PHLs are responsible for communicating the interpreted results to the PHUs in their 
jurisdiction. The OHPR and PHLN and CDGN Secretariat is copied into all notifications to 
jurisdictions for national surveillance of clusters and outbreaks.  
 
The governance of AusTrakka is coordinated and operated under the CDGN and is currently 
operationalised by the AusTrakka Advisory Group, currently comprised of the larger established 
genomics public health laboratories in Victoria (MDU PHL), New South Wales (ICPMR) and 
Queensland (FSS) who are responsible for overseeing the activities of the AusTrakka National 
Analysis Team.  
 
The AusTrakka National Analysis team comprises of four key areas: (1) analysis and reporting; (2) 
development and sustainability; (3) training and engagement; and (4) implementation evaluation. 
Membership of this team is currently comprised of representatives from NSW, VIC and QLD as the 
jurisdictions with established SARS-CoV-2 capability and dedicated capacity for national SARS-
CoV-2 genomics. However, It is recognised that jurisdictional WGS capacity is also currently 
available in Western Australia and South Australia, so that the team will be expanded in phases to 
include representation from these jurisdictions, and to others as genomics analysis capacity is more 
broadly established. The detailed composition of the groups can be found at Appendix A. 
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The AusTrakka National Analysis team is activated in the event of an inter-jurisdictional, multi-
jurisdictional or national outbreak to facilitate the coordination of data sharing, analysis and 
collaboration between PHLs to ensure consistent and standardised reporting across states and 
territories. This does not replace the analysis of individual jurisdictional outbreaks where the state or 
territory has established capacity to conduct their own analysis. Nor does it preclude direct 
collaboration between affected jurisdictions where appropriate.   In these instances, the AusTrakka 
operational support will only be provided where requested, though sequence data will also be sent 
to AusTrakka.    
 
Anticipated requests to AusTrakka for sharing of sequence and metadata can broadly be divided into 
five categories:  

1) Jurisdictionally derived requests for single jurisdictional outbreak investigations  
2) Jurisdictionally derived requests for multi-jurisdictional outbreak investigations 
3) Nationally derived requests 
4) International data requests 
5) Data requests for the purpose of research and development.  

 
7.1 Jurisdictionally derived requests for single jurisdictional outbreak 
investigations 

 
For single jurisdictional outbreak investigations initiated by: (a) detection through AusTrakka 
analysis; (b) request from a jurisdictional PHU to the PHL; or (c) request from the Surveillance 
Planning Section within the OHPR Division to a specific jurisdiction.  

1. The requestor contacts the jurisdictional PHL directly.  
2.  

I. If the jurisdictional laboratory has capacity to conduct the genomic analysis, direct 
communication will ensue between the requestor and the responsible PHL. In 
laboratories not currently sequencing, the request for sequences or analysis will go 
to the referring PHL to liaise with their sequencing PHL to ensure visibility of the 
request. 

II. Where assistance is requested from the AusTrakka National Analysis Team, the 
Analysis and Data Sharing Request Form (Appendix B) should be submitted to the 
AusTrakka National Analysis Team and a collaborative analysis will be undertaken 
between the team and the requesting PHL. The PHL will be responsible for 
obtaining the relevant metadata from their PHU.  

3. The PHL is responsible for communicating the findings (through reports, verbal briefings etc.) 
to the PHU and/or requestor in their respective jurisdiction. 

4. Questions from PHUs are fed back through the jurisdictional PHL to the AusTrakka National 
Analysis team as needed. 

 
7.2 Jurisdictionally derived requests for multi-jurisdictional outbreak 
investigations 

 
During multi-jurisdictional outbreak investigations, it may be desirable to have sequences that may 
not be public and associated metadata and epidemiological exposure data shared between 
jurisdictions to facilitate public health responses.  This does not preclude direct collaboration between 
affected jurisdictions with submission of the sequences to AusTrakka.   For analyses involving the 
AusTrakka Team the procedure is: 

1. Jurisdictional PHL or PHU completes and submits the Analysis and Data Sharing Request 
Form to the AusTrakka National Analysis Team.  

I. Where there are samples from a jurisdiction that is not represented on the AusTrakka 
National Analysis Team, a representative from that jurisdiction will be co-opted onto 
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the team for the purposes of the investigation and report. For each jurisdiction 
nominated in the request, consent is sought from the PHL for sharing of all relevant 
sequence data, and from the PHU for the metadata and epidemiological exposure 
data.  

2. Informed by the jurisdictional responses, the AusTrakka National Analysis Team will conduct 
the genomic analysis, in close consultation with involved PHLs for the investigation and 
communicate any results to all PHLs involved.  

3. The AusTrakka National Analysis Team prepares data and interpretations to be released for 
viewing, and a notification is sent to the PHL in relevant jurisdictions and the PHLN and 
CDGN Secretariat. 

4. The PHL is responsible for communicating the findings (through reports, verbal briefings etc.) 
to the PHU in their respective jurisdiction. 

5. Questions from PHU are fed back through the jurisdictional PHL to the AusTrakka National 
Analysis Team. 

 

 
 
7.3 Nationally derived requests 
 
Summary genomic data from AusTrakka is reported nationally on a fortnightly basis and this routine report 
will be shared with all members of the CDGN for review and endorsement, prior to submission to PHLN and 
the Communicable Diseases Network Australia (CDNA). The incorporation of new epidemiological data may 
be required to inform specific genomic analysis requests for public health response. The following procedures 
allow for appropriate consultation and documentation of such additions. 

1. The Communicable Diseases Surveillance Section/OHPR completes and submits the 
Analysis and Data Sharing Request Form to the AusTrakka National Analysis Team. 

2. For each jurisdiction nominated in the request, consent is sought from the PHL for sharing 
of all relevant sequence data, and from the PHU for the metadata and epidemiological 
exposure data. 

3. Informed by the jurisdictional responses, the AusTrakka National Analysis Team will conduct 
the genomic analysis, liaising with PHLs as needed for additional data.  Where there are 
samples from a jurisdiction that is not represented on the AusTrakka National Analysis Team, 
a representative from that jurisdiction will be co-opted onto the team for the purposes of the 
investigation and report. 

4. The AusTrakka National Analysis Team prepares a report for OHPR and the PHLs involved 
on the derived data and interpretations from the analysis.  

5. The report is also shared with the PHLN and CDGN Secretariat. 

Example: The VIC Department of Health and Human Services (DHHS) is notified by the 
AusTrakka National Analysis Team that a number of VIC sequences that cluster with publicly 
available sequences from NSW and SA. The VIC cases have a range of possible epidemiological 
exposures, including interstate events. The VIC DHHS seeks to see if any of the closely related 
NSW or SA cases have similar epidemiological exposures. 

• VIC DHHS submits a request to the AusTrakka National Analysis Team via the AusTrakka 
project manager asking that epidemiological exposure data related to cases in cluster X, is 
shared among VIC, NSW and SA. 

• The AusTrakka national analysis team notifies the PHL contacts for NSW and SA. 
Consent is obtained from both the NSW and SA PHLs to share sequence and metadata, a 
separate request is made by the VIC DHHS PHU to the NSW and SA PHUs for 
epidemiological exposure data for the sequences to be shared and included in the 
genomic analysis. 

• The AusTrakka national analysis team prepares the combined data and notifies the PHLs 
in VIC, NSW and SA that it is available for viewing and communicates with VIC, NSW and 
SA PHLs with regards to the interpretation of the data and appropriate findings to 
communicate back to respective PHUs. 
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6. The AusTrakka national analysis team is responsible for communicating the findings (through 
reports, verbal briefings etc.) to the OHPR Division within the Australian Government 
Department of Health (pathogen. genomics@health.gov.au). 

7. Questions that require further jurisdictional analysis are fed back through the jurisdictional 
PHL via the AusTrakka National Analysis Team. 
 

 
 

7.4 International data sharing requests 
 

While AusTrakka data will not be visible to international organisations other than New Zealand, there 
may be situations where Australian stakeholders of AusTrakka find that international dissemination 
of data may be of public health benefit. For such situations the procedure is: 

1. A request is received by the AusTrakka Advisory Group for consideration. The OHPR NFP 
is notified of the request for visibility. 

2. The AusTrakka National Analysis Team communicates the requests to the relevant PHLs for 
which the data and/or interpretation is requested.  

3. Upon written approval for the data and/or interpretation to be shared, the AusTrakka national 
analysis team generates the data and interpretations to be released and makes these 
available to the relevant repository or organisation. 

4. A notification that this has occurred is sent to the PHL in relevant jurisdiction(s) and the PHLN 
and CDGN Secretariats, the NFP and OHPR Pathogen Genomics inbox. 

 
7.5 Research and Development 

 
The Australian SARS-CoV-2 sequence repository represents one of the most complete national 
SARS-CoV-2 datasets globally, and as such will be a highly valuable resource not only for informing 
public health responses but also highly desirable for research activities, such as vaccine 
development, epidemiological modelling, diagnostic validation procedures, and policy development. 
Requests for data sharing for research and development may vary in complexity and may require 
extended consultation. This does not preclude individual PHLs from sharing their own sequence data 
internationally should they desire.  

1. Interested candidates or organisations (including AusTrakka members) completes and 
submits the Research and Development Data Sharing Request Form (Appendix C) to the 
CDGN Secretariat, outlining the proposed research, research team members, and the 
requested data. This form will be made available on request. 

2. The CDGN discusses the request and seeks input and consent from PHLs subject to the 
request. This may involve an iterative process with requesters. 

Example 2: The Office of Health Protection and Response Division (OHPR) believes that 
information on interstate travel may be critical to monitoring inter-jurisdictional transmission of 
SARS-CoV-2 when interstate borders open. 

• OHPR submits a request to the AusTrakka Advisory Group asking that epidemiological 
exposure data on interstate travel (including flight number, date of travel) is included in the 
national request for genomic analysis. 

• The AusTrakka national analysis team consult with the respective PHLs, and where 
necessary, consent is obtained by the PHL from their PHUs for the requested 
epidemiological exposure data to be shared. 

• The AusTrakka national analysis team conducts the genomic analysis and provides a 
report on the derived data and interpretation to OHPR and the relevant PHLS, and shared 
with the PHLN and CDGN Secretariat. 
Derived data and phylogenetic tree interpretation will be viewable on AusTrakka for the 
relevant PHLs with the appropriate access roles.  

• The PHLs communicate the information to their respective PHU (AusTrakka national 
analysis team is able to assist with the communication where requested). 
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3. If the request is successful, and the requesting organisation is external to the CDGN 
membership, a contract or research agreement defining the nature of the work is established. 
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By endorsing this Framework, committees agree that PHLs rapidly share all SARS-CoV-2 genomics 
data to the AusTrakka platform for national real-time surveillance, and between jurisdictional PHLs 
in Australia and New Zealand as requested under the AusTrakka governance structure for public 
health purposes described by this Framework. This Framework is operated by the Communicable 
Diseases Genomics Network (CDGN), an Expert Reference Panel of PHLN, a Standing Committee 
under the Australian Health Protection Principal Committee (AHPPC). 
 

CDGN Endorsed Date 11 September 2020 

PHLN Endorsed  
 

Date 18 September 2020 

AHPPC Endorsed  
 

Date 1 October 2020 
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Appendix A – Composition of Governance Groups 
Note: As the AusTrakka system evolves, the composition of the Governance groups will be reviewed. 
 
AusTrakka Advisory Group  
Roles and responsibilities 

• Oversee the requirements and activities of the AusTrakka national analysis team 
• Facilitate the requests for access and data analysis using AusTrakka  
• Provide reports and briefings as needed to relevant committees and government on analyses and 

findings  
• Approve analysis reports for release 

 
Appointments 

• Prof Benjamin Howden, MDU PHL (VIC) 
• A/Prof Amy Jennison, FSS (QLD) 
• Prof Vitali Sintchenko, ICPMR (NSW)  
• A/Prof Torsten Seemann, MDU PHL (VIC) 
• Ms Amy Black, Australian Government Department of Health (OHP) 

 
AusTrakka National Analysis Team 
Roles and responsibilities 

• Analysis and Reporting 
• Conduct routine and ad-hoc national genomic analysis 
• Engage with jurisdictional PHLs where appropriate to inform analysis and interpretation 
• Develop genomic surveillance reports 
• Identification of potential multi-jurisdictional clusters/cross-border transmission 

• Development and Sustainability 
• Training and Engagement 
• Continued evaluation on the implementation of AusTrakka and genomics for public health 

 
Appointments 

• Dr Patiyan Andersson, Genomic Epidemiologist, MDU PHL (VIC) 
• Dr Alicia Arnott, Genomic Epidemiologist, ICPMR (NSW) 
• Dr Anders Goncalves da Silva, Lead Developer and bioinformatician (VIC) 
• Dr Son Nguyen, Bioinformatician, FSS (QLD) 

 
AusTrakka User Group 
 

• Anders Goncalves da Silva (VIC) 
• Torsten Seemann (VIC)  
• Jamie McMahon (QLD) 
• Rikki Graham (QLD) 
• Son Nguyen (QLD)  
• Karina Kennedy (ACT) 
• Joep de Ligt (NZ) 

• Lex Leong (SA) 
• Ella Meumann (NT)  
• Mailie Gall (NSW)  
• Alicia Arnott (NSW) 
• Rebecca Rockett (NSW) 
• Bill Rawlinson (NSW) 
• Avram Levy (WA) 
• Louise Cooley (TAS) 
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Appendix B - Genomics Analysis Request Form 
Form submitter details Reason for form submission  

Name:  Single-jurisdictional outbreak 
☐ OHPR Division request to jurisdictional PHL 

☐ Jurisdictional PHL request for genomics analysis assistance 
from AusTrakka National Analysis Team 

 
Interstate, multi-jurisdictional or national analysis  
☐ Commonwealth National Focal Point (NFP)-derived request  
☐ Jurisdictional PHL-derived request  
☐ Jurisdictional PHU-derived request  
 
Requested result format:  
☐ Any result with interpretation, when available   
☐ Formal report required 

Date:  

Affiliation:  

Email:  

Results of analysis to be communicated to Priority 

☐ Office of Health Protection 
☐ ACT 
☐ NSW 

☐ NT 
☐ QLD 
☐ SA 

☐ TAS         ☐ NZ 
☐ VIC  
☐ WA 

☐ High (48 hours) 
☐ Medium (7 days) 
☐ Low (2 weeks) 
 ☐ Other – please specify email address(es): Click here to enter text. 

Background description, request notes, and clear question to be answered 

 
 
 
 
 
 
 
 
 
 
 
 
It is expected that analyses and reports will be completed in consultation with the jurisdictional health department and that 
appropriate clearance will be sought by the analysis team at the jurisdictional level.  

Specimen details of interest – completed by Requester 
Patient 

jurisdictio
n 

Host 
subject ID 
(patient) 

Lab 
sequence 

ID (if 
known) 

Date of 
Sample 

Collection 

Age / 
Date of 
Birth 

Se
x 

Postcod
e 

Epidemiologica
l exposure data 

(if known) 

        
        
        
        
        
        

mailto:Timothy.Sloan-Gardner@act.gov.au;%20cdc@act.gov.au
mailto:NSWH-Enteric@health.nsw.gov.au
mailto:ROWENA.BOYD@nt.gov.au;%20anthony.draper@nt.gov.au
mailto:OzFoodNetQLD@health.qld.gov.au
mailto:Emily.Fearnley@sa.gov.au;%20Megge.Miller@sa.gov.au
mailto:michelle.harlock@health.tas.gov.au
mailto:ozfoodnetvic@dhhs.vic.gov.au;%20Joy.Gregory@dhhs.vic.gov.au;Zoe.Cutcher@dhhs.vic.gov.au
mailto:OzfoodnetWA@health.wa.gov.au


   
 

SARS-CoV-2 Sequence Sharing Agreement 0.1 
Page 15 of 18 

        
        
        
        
        
        
Anticipated use of results 

☐ Internal (Office of Health Protection and Response Division) use only 
☐ Internal jurisdictional (PHL or PHU) use only 
☐ Committee consultation (specify committees) ___________________________________ 
 

Data caveats and restrictions on use/distribution (to be completed by the analysis team) 

 
 
 
 
 
 
 
 
 

Reporting on these outputs requires the following: (to be completed by the analysis team) 

☐ Acknowledgements on report 
_____________________________________________________________________________________________________
___________________________________________________________________________ 
☐ Additional review/clearance by:  
☐ Involved jurisdictional PHLs 
☐ AusTrakka Advisory Group 

☐ Other: ___________________________________ 
 

Name and signature (Requestor):  Date 

For OHPR Division 
Name and signature (Delegate): 

 Date 

For PHL 
Name and signature (PHL Director): 

 Date 

For PHU  
Name and signature (PHL Director to 
represent notification to lab): 

 Date 

Data requests are made and shared by the National Focal Point under the National Health Security Act 
2007 and National Health Security Agreement 2011, for the purpose of preventing, protecting against, 
controlling or responding to a public health event of national significance.



   
 

SARS-CoV-2 Sequence Sharing Agreement 0.1 
Page 16 of 18 

Sequence sharing flowchart (multi-jurisdictional or national analysis) 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Contact list 
Jurisdiction Sequencing 

capacity 
Bioinformatics 

capacity 
Lab contacts 

ACT Yes2 Yes2 Karina.Kennedy@act.gov.au 
NSW Yes Yes Vitali.Sintchenko@health.nsw.gov.au 
NT No1 No1 ella.meumann@menzies.edu.au 

QLD Yes Yes Frederick.Moore@health.qld.gov.au 
SA Yes Yes Lex.Leong@sa.gov.au 

TAS No1 No1 louise.cooley@ths.tas.gov.au  
VIC Yes Yes Tuyet.Hoang@unimelb.edu.au 
WA Yes Yes Avram.Levy@health.wa.gov.au 
NZ Yes Yes Joep.DeLigt@esr.cri.nz 

Office of Health 
Protection and 

Response Division 

N/A N/A pathogen.genomics@health.gov.au 

1 Capacity is through a semi-formalised agreement related to SARS-CoV-2 and may not be available in the long-term. Samples will 
then be referred to NSW or VIC. 
2Positive specimens are referred to MDU 

 
 

Situation 

Request 
Process  

Sequence  
sharing  
process  

Analysing  
laboratory 

National Focal Point/Jurisdictions 
Request for genomic analysis 

Request for data sharing 

Request form 
Emailed to AusTrakka national analysis team 

AusTrakka receiving request 
AusTrakka national analysis team receives form. Notifies 

sequence sharing between PHLs, completion of pro 
forma metadata form where necessary for submission to 

AusTrakka. 

Analysis 
AusTrakka national analysis team extracts/receives sequences and metadata for 
analysis. Analysis and reporting conducted. Results reported to all contributing 
public health laboratory contacts, and National Focal Point (see contact list).  

Epidemiological  
exposure metadata  
sharing process  

Metadata data request 
Metadata requests from PHL to PHU in the respective 
jurisdiction. Facilitation from the AusTrakka national 
analysis team where necessary/as requested by the 

PHL. 

mailto:Karina.Kennedy@act.gov.au
mailto:Vitali.Sintchenko@health.nsw.gov.au
mailto:Lex.Leong@sa.gov.au
mailto:Tuyet.Hoang@unimelb.edu.au
mailto:Avram.Levy@health.wa.gov.au
mailto:Joep.DeLigt@esr.cri.nz
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Appendix C - Research and Development Data Sharing Request Form 
Form submitter details Reason for form submission  

Name:  ☐ Sequence data (FASTA) 
☐ Data interpretation (Derived report) 
☐ AusTrakka/CDGN assistance  

Date:  

Affiliation:  

Email:  

Anticipated distribution of data  Proposed end date:  

☐ International journals 
☐ Government report 

☐ Jurisdictional report 

☐ Policy document 
☐ Grant deliverable 
☐ Commonwealth committee CDNA, PHLN 

Click here to enter text. 

☐ Other – please specify location (s): Click here to enter text. 

Project aims, outcomes and methods 

Project title 
 
Research questions/aims 
 
 
Methods 
 
 
 
 
 
 
 
  

Specimen details of interest – completed by Requester 
Patient 

jurisdiction 
GISAID Lab 
sequence ID  

(if known) 

Case ID  
(if known) 

Postcode Epidemiological 
exposure data 

(if known) 
     
     
     
     
     
     
     
     
     
     
     
     
Data caveats and restrictions on use/distribution – Completed by the analysis team 

mailto:Timothy.Sloan-Gardner@act.gov.au;%20cdc@act.gov.au
mailto:NSWH-Enteric@health.nsw.gov.au
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Reporting on these outputs requires the following – Completed by the analysis team 

Authorships or Acknowledgements of contribution  
Click here to enter text.  

Requestor 
Name and signature  

 Date 

Endorsed AusTrakka Advisory Group  
Name and signature  

 Date 

Approved by PHL Insert jurisdiction 
Name and signature  

 Date 

Approved by PHL Insert jurisdiction 
Name and signature 

 Date 

Approved by PHL Insert jurisdiction 
Name and signature  

 Date 

Approved by PHL Insert jurisdiction 
Name and signature 

 Date 

 
Contact list 

Jurisdiction Sequencing 
capacity 

Bioinformatics 
capacity 

Lab contacts 

ACT Yes1 Yes1 Karina.Kennedy@act.gov.au 
NSW Yes Yes Vitali.Sintchenko@health.nsw.gov.au 
NT No2 No2 ella.meumann@menzies.edu.au 

QLD Yes Yes Frederick.Moore@health.qld.gov.au 
SA Yes Yes Lex.Leong@sa.gov.au 

TAS No2 No2 louise.cooley@ths.tas.gov.au 
VIC Yes Yes Tuyet.Hoang@unimelb.edu.au 
WA Yes Yes Avram.Levy@health.wa.gov.au  
NZ Yes Yes Joep.DeLigt@esr.cri.nz 

Office of Health 
Protection 

Response Division 

N/A N/A pathogen.genomics@health.gov.au  

1 Capacity is through a semi-formalised agreement related to SARS-CoV-2 and may not be available in the long-term. Samples will 
then be referred to NSW or VIC. 
2Positive specimens are referred to MDU 
 

mailto:Karina.Kennedy@act.gov.au
mailto:Vitali.Sintchenko@health.nsw.gov.au
mailto:Lex.Leong@sa.gov.au
mailto:Tuyet.Hoang@unimelb.edu.au
mailto:Avram.Levy@health.wa.gov.au
mailto:Joep.DeLigt@esr.cri.nz
mailto:PHLN.Secretariat@health.gov.au

	Executive Summary
	1. Purpose and Scope
	2. Phases of AusTrakka Deployment
	3. Evaluation/consultation of each phase of AusTrakka deployment
	4.  Structure Overview
	5. Governance and Users
	6. Reporting
	7. Operational situations for requesting sequence and metadata
	7.1 Jurisdictionally derived requests for single jurisdictional outbreak investigations
	7.2 Jurisdictionally derived requests for multi-jurisdictional outbreak investigations
	7.3 Nationally derived requests
	7.4 International data sharing requests

	Appendix A – Composition of Governance Groups
	Appendix B - Genomics Analysis Request Form
	Sequence sharing flowchart (multi-jurisdictional or national analysis)

	Appendix C - Research and Development Data Sharing Request Form

